
Table S18: Comparison of “knowledge-based” libraries with reference 
databanks

Genome
Sequences in 
the reference 

databank

Sequences in the 
“knowledge-based” 

library
Sn* Sp* RCC

D. mel. 126 117 94.44% 100.00% 100.00%

A. tha. 318 309 98.43% 100.00% 100.00%

Sn*: percentage of “knowledge-based” consensus sequences matching a de novo consensus 
sequence

Sp*: percentage of de novo consensus sequences matching a “knowledge-based” consensus 
sequence

RCC: percentage of fully recovered “knowledge-based” consensus sequences
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